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*

 

àÁÏÂÌ˜Ë‚ÓÒÚ¸ ÍÓÓÚÍËı Ú‡Ì‰ÂÏÌÓ ÔÓ‚ÚÓfl˛-
˘ËıÒfl ÔÓÒÎÂ‰Ó‚‡ÚÂÎ¸ÌÓÒÚÂÈ (

 

STR

 

), ËÎË ÏËÍÓÒ‡-
ÚÂÎÎËÚÓ‚, ‰ËÒÔÂ„ËÓ‚‡ÌÌ˚ı ÔÓ ‚ÒÂÏÛ „ÂÌÓÏÛ ˜Â-
ÎÓ‚ÂÍ‡, ‡ÍÚË‚ÌÓ ËÁÛ˜‡ÂÚÒfl ‚ ÒÛ‰Â·ÌÓ-ÏÂ‰ËˆËÌ-
ÒÍËı Î‡·Ó‡ÚÓËflı Ò ˆÂÎ¸˛ Ñçä-Ë‰ÂÌÚËÙËÍ‡ˆËË
ÎË˜ÌÓÒÚË Ë ÓÔÂ‰ÂÎÂÌËfl ÒÚÂÔÂÌË „ÂÌÂÚË˜ÂÒÍÓ„Ó
Ó‰ÒÚ‚‡ ËÌ‰Ë‚Ë‰Ó‚ [1, 2]. èÓ„ÂÒÒ ‚ ËÁÛ˜ÂÌËË ËÁ-
ÏÂÌ˜Ë‚ÓÒÚË ‡ÛÚÓÒÓÏÌ˚ı ÏËÍÓÒ‡ÚÂÎÎËÚÌ˚ı ÎÓ-
ÍÛÒÓ‚ ÒÚ‡Î ‚ÓÁÏÓÊÌ˚Ï ·Î‡„Ó‰‡fl ‚˚ÒÓÍÓÈ ˝Ù-
ÙÂÍÚË‚ÌÓÒÚË ÏÛÎ¸ÚËÎÓÍÛÒÌ˚ı ÒËÒÚÂÏ èñê-‡Ï-

 

* ùÎ. ÔÓ˜Ú‡: malyarchuk@ibpn.ru

 

ÔÎËÙËÍ‡ˆËË Ñçä, Ú‡ÍËı Í‡Í AmpF

 

l

 

STR SGM Plus
Ë AmpF

 

l

 

STR Profiler. í‡ÍËÏ Ó·‡ÁÓÏ, ÏÛÎ¸ÚËÎÓ-
ÍÛÒÌÓÂ ‚˚fl‚ÎÂÌËÂ ‡ÛÚÓÒÓÏÌ˚ı ÏËÍÓÒ‡ÚÂÎÎËÚÓ‚
fl‚ÎflÂÚÒfl ‚ Ì‡ÒÚÓfl˘ÂÂ ‚ÂÏfl Ó‰ÌËÏ ËÁ Ì‡Ë·ÓÎÂÂ
ÏÓ˘Ì˚ı ËÌÒÚÛÏÂÌÚÓ‚ ‚ ËÁÛ˜ÂÌËË „ÂÌÂÚË˜ÂÒÍÓÈ
ËÁÏÂÌ˜Ë‚ÓÒÚË.

çÂÒÏÓÚfl Ì‡ ÔÓ„ÂÒÒ ‚ ÒÓÁ‰‡ÌËË ·‡Á ‰‡ÌÌ˚ı Ó
‡ÒÔÂ‰ÂÎÂÌËË ‡ÎÎÂÎÂÈ Ë „ÂÌÓÚËÔÓ‚ 

 

STR

 

-ÎÓÍÛÒÓ‚
‚ Â„ËÓÌ‡Î¸Ì˚ı „ÛÔÔ‡ı Ì‡ÒÂÎÂÌËfl ÏË‡ Ë ‚ ÓÚ-
‰ÂÎ¸Ì˚ı ˝ÚÌË˜ÂÒÍËı „ÛÔÔ‡ı, Ò‚Â‰ÂÌËÈ Ó ÔÓÎË-
ÏÓÙËÁÏÂ ‡ÛÚÓÒÓÏÌ˚ı ÏËÍÓÒ‡ÚÂÎÎËÚÌ˚ı ÎÓÍÛ-
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èÂ‰ÒÚ‡‚ÎÂÌ˚ ‰‡ÌÌ˚Â Ó ‡ÒÔÂ‰ÂÎÂÌËË ˜‡ÒÚÓÚ ‡ÎÎÂÎÂÈ 15 ‡ÛÚÓÒÓÏÌ˚ı 

 

STR

 

-ÎÓÍÛÒÓ‚ (

 

D3S1358

 

, 

 

vWA

 

,

 

FGA

 

, 

 

TH01

 

, 

 

TPOX

 

, 

 

CSF1PO

 

, 

 

D5S818

 

, 

 

D13S317

 

, 

 

D7S820

 

, 

 

D16S539

 

, 

 

D2S1338

 

, 

 

D8S1179

 

, 

 

D21S11

 

, 

 

D18S51

 

,

 

D19S433

 

), ÔËÏÂÌflÂÏ˚ı ‚ ÒÛ‰Â·ÌÓ-ÏÂ‰ËˆËÌÒÍÓÈ Ô‡ÍÚËÍÂ, Û 176 ÛÒÒÍËı ÊËÚÂÎÂÈ Â‚ÓÔÂÈÒÍÓÈ ̃ ‡ÒÚË
êÓÒÒËÈÒÍÓÈ îÂ‰Â‡ˆËË. áÌ‡˜ÂÌËfl ‰ËÒÍËÏËÌËÛ˛˘Â„Ó (

 

PD

 

) Ë ËÒÍÎ˛˜‡˛˘Â„Ó ÔÓÚÂÌˆË‡ÎÓ‚ (

 

PE

 

) ‰Îfl
ÒËÒÚÂÏ˚ ËÁ 15 

 

STR

 

-ÎÓÍÛÒÓ‚ ÒÓÒÚ‡‚ËÎË 0.999 999 999 999 999 986 Ë 0.999 999 331 310 171 000 ÒÓÓÚ‚ÂÚ-
ÒÚ‚ÂÌÌÓ. ê‡ÒÔÂ‰ÂÎÂÌËÂ ˜‡ÒÚÓÚ ‡ÎÎÂÎÂÈ Ë „ÂÌÓÚËÔÓ‚ ‚ ÛÒÒÍÓÈ ÔÓÔÛÎflˆËË ÒÓÓÚ‚ÂÚÒÚ‚Ó‚‡ÎÓ ‡‚ÌÓ-
‚ÂÒÌÓÏÛ ‡ÒÔÂ‰ÂÎÂÌË˛ ï‡‰Ë–Ç‡ÈÌ·Â„‡. èÓÎÛ˜ÂÌÌ˚Â ‰‡ÌÌ˚Â Ò‚Ë‰ÂÚÂÎ¸ÒÚ‚Û˛Ú Ó ÚÓÏ, ˜ÚÓ ÎÓÍÛ-
Ò˚ 

 

D2S1338

 

, 

 

D18S51

 

, 

 

D21S11

 

 Ë 

 

FGA

 

 ÓÚÌÓÒflÚÒfl Í ˜ËÒÎÛ Ì‡Ë·ÓÎÂÂ ËÌÙÓÏ‡ÚË‚Ì˚ı Ï‡ÍÂÓ‚ ‰Îfl ÛÒ-
ÒÍÓ„Ó Ì‡ÒÂÎÂÌËfl Ë ÏÓ„ÛÚ ËÒÔÓÎ¸ÁÓ‚‡Ú¸Òfl ‚ Í‡˜ÂÒÚ‚Â ÂÙÂÂÌÚÌ˚ı ‰Îfl ÒÛ‰Â·ÌÓ-ÏÂ‰ËˆËÌÒÍËı
Î‡·Ó‡ÚÓËÈ êÓÒÒËÈÒÍÓÈ îÂ‰Â‡ˆËË.
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B. A. Malyarchuk
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2

 

Forensic Medicine Institute, Ludwik Rydygier Collegium Medicum, Nicolaus Copernicus University, ul. Sklo-
dowskiej-Curie 9, 85-094 Bydgoszcz, Poland). The paper presents allele frequencies at 15 

 

STR

 

 loci (

 

D3S1358

 

,

 

vWA

 

, 

 

FGA

 

, 

 

TH01

 

, 

 

TPOX

 

, 

 

CSF1PO

 

, 

 

D5S818

 

, 

 

D13S317

 

, 

 

D7S820

 

, 

 

D16S539

 

, 

 

D2S1338

 

, 

 

D8S1179

 

, 

 

D21S11

 

,

 

D18S51

 

, 

 

D19S433

 

), used in forensic medicine, in Russian sample (

 

n

 

 = 176) representing population of the Eu-
ropean part of the Russian Federation. The combined power of discrimination (

 

PD

 

) and the combined power
of exclusion (

 

PE

 

) for the 15 

 

STR

 

 loci were 0.999 999 999 999 999 986 and 0.999 999 331 310 171 000, respec-
tively. The data obtained for allele and genotype frequencies conformed to Hardy–Weinberg expectations. Ac-
cording to the presented data, loci 

 

D2S1338

 

, 

 

D18S51

 

, 

 

D21S11

 

 and 

 

FGA

 

 are the most informative markers for
Russians. The data obtained may be used as reference database for forensic medicine laboratories in Russian
Federation.
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.

 

ÒÓ‚ ‚ ˝ÚÌË˜ÂÒÍË ‰ËÙÙÂÂÌˆËÓ‚‡ÌÌÓÏ Ì‡ÒÂÎÂÌËË
êÓÒÒËÈÒÍÓÈ îÂ‰Â‡ˆËË ÔÓÍ‡ Â˘Â Ï‡ÎÓ. ÑÎfl ÛÒ-
ÒÍÓ„Ó Ì‡ÒÂÎÂÌËfl ÔÓÎÛ˜ÂÌ˚, „Î‡‚Ì˚Ï Ó·‡ÁÓÏ, ‰‡Ì-
Ì˚Â Ó ‡ÒÔÓÒÚ‡ÌÂÌÌÓÒÚË ‡ÎÎÂÎÂÈ ÎË¯¸ ÓÚ‰ÂÎ¸-
Ì˚ı ÎÓÍÛÒÓ‚, ËÒÔÓÎ¸ÁÛÂÏ˚ı ‚ ÒÛ‰Â·ÌÓ-ÏÂ‰ËˆËÌ-
ÒÍÓÈ ˝ÍÒÔÂÚËÁÂ [3–5]. àÒÔÓÎ¸ÁÓ‚‡ÌËÂ Ô‡ÌÂÎË ËÁ
‰Â‚flÚË 

 

STR

 

-ÎÓÍÛÒÓ‚ (

 

D3S1358

 

, 

 

vWA

 

, 

 

FGA

 

, 

 

D8S1179

 

,

 

D21S11

 

, 

 

D18S51

 

, 

 

D5S818

 

, 

 

D13S317

 

 Ë 

 

D7S820

 

), ‚ıÓ-
‰fl˘Ëı ‚ ÒÓÒÚ‡‚ ÒËÒÚÂÏ˚ AmpF

 

l

 

STR Profiler Plus,
‰Îfl ËÁÛ˜ÂÌËfl „ÂÌÂÚË˜ÂÒÍÓÈ ËÁÏÂÌ˜Ë‚ÓÒÚË Û ÛÒ-
ÒÍÓ„Ó Ì‡ÒÂÎÂÌËfl ËÁ ‡ÁÎË˜Ì˚ı (Â‚ÓÔÂÈÒÍËı Ë
‡ÁË‡ÚÒÍËı) Â„ËÓÌÓ‚ êÓÒÒËÈÒÍÓÈ îÂ‰Â‡ˆËË ÔÓÁ-
‚ÓÎËÎÓ ÒÛ˘ÂÒÚ‚ÂÌÌÓ ÔÓ‚˚ÒËÚ¸ ‰ËÒÍËÏËÌËÛ˛-
˘ËÈ ÔÓÚÂÌˆË‡Î (

 

PD

 

) ÌÂÔflÏÓÈ ÏÓÎÂÍÛÎflÌÓ-„Â-
ÌÂÚË˜ÂÒÍÓÈ Ë‰ÂÌÚËÙËÍ‡ˆËË ÎË˜ÌÓÒÚË [6]. é‰Ì‡ÍÓ
ËÁÏÂÌ˜Ë‚ÓÒÚ¸ ‡ÛÚÓÒÓÏÌ˚ı 

 

STR

 

-ÎÓÍÛÒÓ‚ Û ÛÒÒÍËı
ÊËÚÂÎÂÈ Â‚ÓÔÂÈÒÍÓÈ ˜‡ÒÚË êÓÒÒËË ÔÓ-ÔÂÊÌÂÏÛ
ÓÒÚ‡ÂÚÒfl ÌÂ‰ÓÒÚ‡ÚÓ˜ÌÓ Óı‡‡ÍÚÂËÁÓ‚‡ÌÌÓÈ. Ç Ì‡-
ÒÚÓfl˘ÂÈ ‡·ÓÚÂ ÔË‚Â‰ÂÌ˚ ‰‡ÌÌ˚Â Ó· ËÁÏÂÌ˜Ë-
‚ÓÒÚË 15 ÏËÍÓÒ‡ÚÂÎÎËÚÌ˚ı ÎÓÍÛÒÓ‚, „ÂÌÓÚËÔËÓ-
‚‡ÌÌ˚ı Û 176 ÔÂ‰ÒÚ‡‚ËÚÂÎÂÈ ÛÒÒÍÓ„Ó Ì‡ÒÂÎÂÌËfl
Â‚ÓÔÂÈÒÍÓÈ ˜‡ÒÚË êÓÒÒËË, Ò ÔÓÏÓ˘¸˛ ÏÛÎ¸ÚË-
ÔÎÂÍÒÌ˚ı ÒËÒÚÂÏ èñê-‡ÏÔÎËÙËÍ‡ˆËË AmpF

 

l

 

STR
SGM Plus Ë AmpF

 

l

 

STR Profiler.

 

ùäëèÖêàåÖçíÄãúçÄü óÄëíú

 

ÉÂÌÓÏÌÛ˛ Ñçä ‚˚‰ÂÎflÎË

 

 ËÁ ‚ÂÌÓÁÌÓÈ ÍÓ‚Ë
˜ÂÎÓ‚ÂÍ‡ Ò ÔÓÏÓ˘¸˛ ÒÚ‡Ì‰‡ÚÌÓ„Ó ÏÂÚÓ‰‡, ‚ÍÎ˛-
˜‡˛˘Â„Ó Ó·‡·ÓÚÍÛ ÍÓ‚Ë ‰ÂÚÂ„ÂÌÚÓÏ (1%-Ì˚È
‡ÒÚ‚Ó ‰Ó‰ÂˆËÎÒÛÎ¸Ù‡Ú‡ Ì‡ÚËfl) Ë ÔÓÚÂËÌ‡ÁÓÈ
K (“Sigma”), ‡ Ú‡ÍÊÂ ˝ÍÒÚ‡ÍˆË˛ Ñçä Ò ÔÓ-
ÏÓ˘¸˛ ÙÂÌÓÎ‡ Ë ıÎÓÓÙÓÏ‡ [7]. ÄÌ‡ÎËÁËÓ‚‡-
ÎË ‚˚·ÓÍÛ ËÁ 176 ÌÂÓ‰ÒÚ‚ÂÌÌ˚ı ˝ÚÌË˜ÂÒÍËı
ÛÒÒÍËı, ÔÓÊË‚‡˛˘Ëı Ì‡ ̨ „Â Â‚ÓÔÂÈÒÍÓÈ ̃ ‡ÒÚË
êÓÒÒËÈÒÍÓÈ îÂ‰Â‡ˆËË: ‚ ëÚ‡‚ÓÔÓÎ¸ÒÍÓÏ Í‡Â
(

 

n

 

 = 59), éÎÓ‚ÒÍÓÈ Ó·Î‡ÒÚË (

 

n

 

 = 72) Ë ‚ ë‡‡ÚÓ‚-
ÒÍÓÈ Ó·Î‡ÒÚË (

 

n

 

 = 45).

 

STR

 

-ÎÓÍÛÒ˚ ‡ÏÔÎËÙËˆËÓ‚‡ÎË

 

 Ò ËÒÔÓÎ¸ÁÓ‚‡-
ÌËÂÏ ÏÛÎ¸ÚËÔÎÂÍÒÌ˚ı ÒËÒÚÂÏ èñê-‡ÏÔÎËÙËÍ‡-
ˆËË AmpF

 

l

 

STR SGM Plus Ë AmpF

 

l

 

STR Profiler (“PE
Applied Biosystems”) ‚ ÒÓÓÚ‚ÂÚÒÚ‚ËË Ò ÂÍÓÏÂÌ‰‡-
ˆËflÏË ÔÓËÁ‚Ó‰ËÚÂÎfl. èÓ‰ÛÍÚ˚ ‡ÏÔÎËÙËÍ‡ˆËË
Ù‡ÍˆËÓÌËÓ‚‡ÎË ˝ÎÂÍÚÓÙÓÂÚË˜ÂÒÍË Ò ÔÓ-
ÏÓ˘¸˛ ‡‚ÚÓÏ‡ÚË˜ÂÒÍÓ„Ó ‡Ì‡ÎËÁ‡ÚÓ‡ ABI Prism
377 DNA sequencer (“PE Applied Biosystems”). ÑÎfl
ÍÓÌÚÓÎfl Í‡˜ÂÒÚ‚‡ ËÒÔÓÎ¸ÁÓ‚‡ÎË ÍÓÌÚÓÎ¸Ì˚Â
Ó·‡Áˆ˚ Ñçä Ë ‡ÎÎÂÎ¸Ì˚Â ÒÚ‡Ì‰‡Ú˚. ê‡ÁÏÂ
ÔÓ‰ÛÍÚÓ‚ èñê ÓÔÂ‰ÂÎflÎË Ò ÔÓÏÓ˘¸˛ ÍÓÏÔ¸˛-
ÚÂÌ˚ı ÔÓ„‡ÏÏ GeneScan v. 3.1 Ë Genotyper v. 2.0
software (“PE Applied Biosystems”).

 

ëÚ‡ÚËÒÚË˜ÂÒÍËÈ ‡Ì‡ÎËÁ

 

 ‰‡ÌÌ˚ı ÔÓ‚Ó‰ËÎË Ò
ËÒÔÓÎ¸ÁÓ‚‡ÌËÂÏ Ô‡ÍÂÚ‡ ÍÓÏÔ¸˛ÚÂÌ˚ı ÔÓ„‡ÏÏ
Arlequin (v. 2.000) [8] Ë ÔÓ„‡ÏÏ˚ PowerTyper Ex-
cel spreadsheet (“Promega”) [9].

 

êÖáìãúíÄíõ à éÅëìÜÑÖçàÖ

 

Ç Ú‡·ÎËˆÂ ÔÂ‰ÒÚ‡‚ÎÂÌ˚ ˜‡ÒÚÓÚ˚ ‡ÎÎÂÎÂÈ 15

 

STR

 

-ÎÓÍÛÒÓ‚ (

 

D3S1358

 

, 

 

vWA

 

, 

 

FGA

 

, 

 

TH01

 

, 

 

TPOX

 

,

 

CSF1PO

 

, 

 

D5S818

 

, 

 

D13S317

 

, 

 

D7S820, D16S539,
D2S1338, D8S1179, D21S11, D18S51, D19S433) Û
176 ÔÂ‰ÒÚ‡‚ËÚÂÎÂÈ ÛÒÒÍÓ„Ó Ì‡ÒÂÎÂÌËfl Â‚ÓÔÂÈ-
ÒÍÓÈ ˜‡ÒÚË êÓÒÒËË. éÚÍÎÓÌÂÌËÈ Ì‡·Î˛‰‡ÂÏ˚ı
˜‡ÒÚÓÚ „ÂÌÓÚËÔÓ‚ ÓÚ ‡‚ÌÓ‚ÂÒÌÓ„Ó ‡ÒÔÂ‰ÂÎÂÌËfl
ï‡‰Ë–Ç‡ÈÌ·Â„‡ ÌÂ Ó·Ì‡ÛÊÂÌÓ. ÑËÒÍËÏËÌ‡ˆË-
ÓÌÌ˚Â ‚ÓÁÏÓÊÌÓÒÚË ËÒÔÓÎ¸ÁÓ‚‡ÌÌ˚ı ÏÛÎ¸ÚËÔÎÂÍÒ-
Ì˚ı ÒËÒÚÂÏ ‡ÏÔÎËÙËÍ‡ˆËË Ñçä Ó˜ÂÌ¸ ‚˚ÒÓÍË.
í‡Í, ÁÌ‡˜ÂÌËfl ‰ËÒÍËÏËÌËÛ˛˘Â„Ó (PD) Ë ËÒÍÎ˛-
˜‡˛˘Â„Ó (PE) ÔÓÚÂÌˆË‡ÎÓ‚ ËÁÛ˜ÂÌÌÓÈ ÒËÒÚÂÏ˚ ÎÓ-
ÍÛÒÓ‚ ÒÓÒÚ‡‚ËÎË Û ÛÒÒÍËı 0.999 999 999 999 999 986
Ë 0.999 999 331 310 171 000. óÂÚ˚Â ËÁ 15 ÎÓÍÛÒÓ‚
(D2S1338, D18S51, D21S11 Ë FGA) Ì‡Ë·ÓÎÂÂ ËÌ-
ÙÓÏ‡ÚË‚Ì˚ ‰Îfl „ÂÌÂÚË˜ÂÒÍÓÈ Ë‰ÂÌÚËÙËÍ‡ˆËË
(PIC > 0.8, Ú‡·ÎËˆ‡). ë‡‚ÌËÚÂÎ¸Ì˚È ‡Ì‡ÎËÁ ÔÓÎÛ-
˜ÂÌÌ˚ı Ì‡ÏË ‰‡ÌÌ˚ı Ë ÓÔÛ·ÎËÍÓ‚‡ÌÌ˚ı ‡ÌÂÂ [6]
ÂÁÛÎ¸Ú‡ÚÓ‚ ÚËÔËÓ‚‡ÌËfl Û ÛÒÒÍÓ„Ó Ì‡ÒÂÎÂÌËfl
‰Â‚flÚË STR-ÎÓÍÛÒÓ‚ (D3S1358, vWA, FGA, D8S1179,
D21S11, D18S51, D5S818, D13S317 Ë D7S820) ‚˚-
fl‚ËÎ ÒıÓ‰Ì˚È ı‡‡ÍÚÂ ‡ÒÔÂ‰ÂÎÂÌËfl ˜‡ÒÚÓÚ ‡Î-
ÎÂÎÂÈ. ë‡‚ÌËÚÂÎ¸Ì˚È ‡Ì‡ÎËÁ ‡ÒÔÂ‰ÂÎÂÌËfl ˜‡-
ÒÚÓÚ ‡ÎÎÂÎÂÈ STR-ÎÓÍÛÒÓ‚ ËÁ Ô‡ÌÂÎË AmpFlSTR
SGM Plus Û ÛÒÒÍËı Ë ‰Û„Ëı ÒÎ‡‚flÌÒÍËı Ì‡Ó‰Ó‚
(ÔÓÎflÍÓ‚ [10], ÒÎÓ‚ÂÌˆÂ‚ [11], ÒÂ·Ó‚ [12], ·ÓÒÌËÈ-
ˆÂ‚ [13]) Ò‚Ë‰ÂÚÂÎ¸ÒÚ‚ÛÂÚ Ó· ÓÚÒÛÚÒÚ‚ËË ‰ÓÒÚÓ‚Â-
Ì˚ı FST-‡ÁÎË˜ËÈ ÏÂÊ‰Û ÔÓÔÛÎflˆËflÏË. êÛÒÒÍËÂ (‚
Ò‡‚ÌÂÌËË Ò ÛÍ‡Á‡ÌÌ˚ÏË ÒÎ‡‚flÌÒÍËÏË ˝ÚÌË˜ÂÒÍË-
ÏË „ÛÔÔ‡ÏË) ı‡‡ÍÚÂËÁÛ˛ÚÒfl ÔÓ‚˚¯ÂÌÌÓÈ ˜‡-
ÒÚÓÚÓÈ ‡ÎÎÂÎfl D3S1358*16 Ë ÔÓÌËÊÂÌÌÓÈ – ‡ÎÎÂ-
ÎÂÈ D13S317*12, vWA*14, D3S1358*18 Ë FGA*21.
åÂÊ‰Û ÚÂÏ, Û ÛÒÒÍËı Ë ÔÓÎflÍÓ‚ ‚˚‡ÊÂÌÓ „ÂÌÂ-
ÚË˜ÂÒÍÓÂ ÒıÓ‰ÒÚ‚Ó ‚ ‡ÒÔÂ‰ÂÎÂÌËË ‡ÎÎÂÎÂÈ 12, 13
Ë 15 ÎÓÍÛÒ‡ D18S51. ÅÓÎÂÂ ÚÓ„Ó, ÏÂÊ‰Û ÛÒÒÍËÏË
Ë ÔÓÎflÍ‡ÏË [11] ÌÂ Ó·Ì‡ÛÊÂÌÓ ‰ÓÒÚÓ‚ÂÌ˚ı ‡Á-
ÎË˜ËÈ ‚ ‡ÒÔÂ‰ÂÎÂÌËË ˜‡ÒÚÓÚ ‡ÎÎÂÎÂÈ STR-ÎÓÍÛ-
ÒÓ‚, ‚ıÓ‰fl˘Ëı ‚ ÒÓÒÚ‡‚ Ó·ÂËı ÒËÒÚÂÏ èñê-‡ÏÔÎË-
ÙËÍ‡ˆËË. 

í‡ÍËÏ Ó·‡ÁÓÏ, ÔË‚Â‰ÂÌÌ˚Â ‚ Ì‡ÒÚÓfl˘ÂÈ ‡-
·ÓÚÂ ‰‡ÌÌ˚Â ÔÓÍ‡Á˚‚‡˛Ú, ˜ÚÓ ‡Ì‡ÎËÁ ËÁÏÂÌ˜Ë-
‚ÓÒÚË ‡ÛÚÓÒÓÏÌ˚ı STR-ÎÓÍÛÒÓ‚, ÔÂ‰ÒÚ‡‚ÎÂÌÌ˚ı
‚ ÒËÒÚÂÏ‡ı AmpFlSTR SGM Plus Ë AmpFlSTR Pro-
filer, fl‚ÎflÂÚÒfl ÔÂÒÔÂÍÚË‚Ì˚Ï ÔÓ‰ıÓ‰ÓÏ Í ËÁÛ˜Â-
ÌË˛ ÔÓ·ÎÂÏ˚ Ë‰ÂÌÚËÙËÍ‡ˆËË ÎË˜ÌÓÒÚË ‚ ÛÒ-
ÒÍÓÈ ÔÓÔÛÎflˆËË. êÂÁÛÎ¸Ú‡Ú˚ Ì‡¯ÂÈ ‡·ÓÚ˚, ‚ ÒËÎÛ
‰ÓÒÚ‡ÚÓ˜ÌÓ ·ÓÎ¸¯Ó„Ó ̃ ËÒÎ‡ ËÁÛ˜ÂÌÌ˚ı STR-ÎÓÍÛ-
ÒÓ‚ Û ÛÒÒÍÓ„Ó Ì‡ÒÂÎÂÌËfl ˛ÊÌ˚ı ‡ÈÓÌÓ‚ Â‚Ó-
ÔÂÈÒÍÓÈ ˜‡ÒÚË êÓÒÒËË, ‚ÌÓÒflÚ ‚‡ÊÌ˚È ‚ÍÎ‡‰ ‚ ÒÓ-
Á‰‡ÌËÂ ÂÙÂÂÌÚÌÓÈ ·‡Á˚ ÏÓÎÂÍÛÎflÌ˚ı ‰‡ÌÌ˚ı,
ÌÂÓ·ıÓ‰ËÏÓÈ ‰Îfl ‰‡Î¸ÌÂÈ¯Â„Ó ÒÓ‚Â¯ÂÌÒÚ‚Ó‚‡-
ÌËfl ÒÚ‡ÚËÒÚË˜ÂÒÍÓÈ ÓÒÌÓ‚˚ ÒÛ‰Â·ÌÓ-ÏÂ‰ËˆËÌÒÍËı
˝ÍÒÔÂÚËÁ, ÔÓ‚Ó‰ËÏ˚ı ‚ êÓÒÒËÈÒÍÓÈ îÂ‰Â‡ˆËË. 

ê‡·ÓÚ‡ ÔÓÎÛ˜ËÎ‡ ÔÓ‰‰ÂÊÍÛ ÔÓ„‡ÏÏ˚ èÂ-
ÁË‰ËÛÏ‡ êÓÒÒËÈÒÍÓÈ ‡Í‡‰ÂÏËË Ì‡ÛÍ “ÑËÌ‡ÏËÍ‡ „Â-
ÌÓÙÓÌ‰Ó‚ Ë ·ËÓ‡ÁÌÓÓ·‡ÁËÂ”, êÓÒÒËÈÒÍÓ„Ó ÙÓÌ-
‰‡ ÙÛÌ‰‡ÏÂÌÚ‡Î¸Ì˚ı ËÒÒÎÂ‰Ó‚‡ÌËÈ (06-04-48136)
Ë èÓÎ¸ÒÍÓ„Ó „ÓÒÛ‰‡ÒÚ‚ÂÌÌÓ„Ó ÍÓÏËÚÂÚ‡ ÔÓ Ì‡Û˜-
Ì˚Ï ËÒÒÎÂ‰Ó‚‡ÌËflÏ (3P04C 04823). 
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ć č


