Table S1. Control-region variation of the completely sequenced mtDNAs belonging to haplogroups U4, HV3, HV4 and R1 
	HVS1 (-16000)
	HVS2
	HG
	ID
	Population

	134 356 519
	73 152 195 263 315iC
	U4a1a
	Iv70
	Belorussian

	134 356 519
	73 152 195 263 315iC
	U4a1a
	R3129
	Russian

	134 356 519
	73 152 195 263 315iC
	U4a1a
	Sv10
	Belorussian

	134 207 356 519
	73 152 195 204 263 315iC
	U4a1a
	B3
	Polish

	134 356 519
	73 152 195 263 309iC 315iC
	U4a1a
	B22
	Polish

	134 189 356 519
	73 152 195 263 309iC 315iC
	U4a1a
	P520
	Polish

	134 356 519
	73 152 195 263 296 315iC
	U4a1b
	Sl146
	Slovak

	134 519
	73 152 195 263 296 315iC
	U4a1b
	B67
	Polish

	134 301 356 519
	73 152 195 263 309iCC 315iC
	U4a1b
	G161
	Polish

	134 301 356 519
	73 195 263 309iC 315iC
	U4a1b
	Ko66
	Polish

	134 221 234 356 519
	73 152 195 263 315iC
	U4a1c
	CzV160
	Czech

	134 234 356 519
	73 152 195 263 315iC
	U4a1c
	G72
	Polish

	356 519
	73 195 263 310
	U4a2*
	Kt179
	Polish

	356 519
	73 195 263 310
	U4a2*
	Iv24
	Belorussian

	356 519
	73 146 195 263 310
	U4a2*
	Sl73
	Slovak

	183AC 189 356 519
	73 195 263 310
	U4a2*
	Sl110
	Slovak

	356 519
	73 195 263 310
	U4a2*
	Sl116
	Slovak

	356 519
	73 195 263 310
	U4a2*
	R170
	Russian

	295 356 519
	73 195 263 310
	U4a2*
	CzIII14
	Czech

	356 519
	73 143 195 214 263 310
	U4a2*
	R6II3
	Russian

	189 519
	73 195 263 310
	U4a2a
	B70
	Polish

	519
	73 195 263 310
	U4a2a
	B109
	Polish

	519
	73 146 195 263 310
	U4a2a
	Kt134
	Polish

	294 519
	73 195 263 310
	U4a2a
	B100
	Polish

	362 519
	73 195 263 310
	U4a2a
	Gd70
	Polish

	519
	73 195 263 310
	U4a2a
	B74
	Polish

	519
	73 195 263 310
	U4a2a
	Sl144
	Slovak

	519
	73 195 263 310
	U4a2a
	Sl172
	Slovak

	294 519
	73 195 263 310
	U4a2a
	R488
	Russian

	519
	73 195 263 310
	U4a2a
	CzIII60
	Czech

	150 189 360 519
	73 152 195 263 310
	U4a2a
	R161
	Russian

	169 319 519
	73 195 263 310
	U4a2a
	R2114
	Russian

	223 356 519
	73 195 263 310
	U4a2b
	Pl108
	Polish

	223 356 519
	73 195 263 310
	U4a2b
	G7
	Polish

	356 519
	73 195 263 310
	U4a2c
	SV8
	Belorussian

	242CA 288 356 362 519
	73 195 263 310
	U4a2c
	R334
	Russian

	242CA 274 288 356 362 519
	73 195 263 310
	U4a2c
	Uk7
	Ukrainian

	265 356 362 519
	73 195 247 263 310
	U4a3
	CzIII26
	Czech

	356 519
	73 195 263 315iC
	U4b*
	R313
	Russian

	356 519
	73 146 152 195 263 309iC 315iC
	U4b1
	Sl212
	Slovak 

	356 519
	73 195 263 309iС 315iC
	U4b1
	Sv92
	Belorussian

	356 519
	73 146 263 309iС 315iC
	U4b1
	B465
	Polish

	261 356 519
	73 195 263 315iC
	U4c
	Sl150
	Slovak

	179 356 519
	73 195 263 315iC
	U4c1
	Sl182
	Slovak

	179 356 519
	73 195 263 315iC
	U4c1
	Kt123
	Polish

	179 356 519
	73 195 263 315iC
	U4c1
	Sv13
	Belorussian

	356 519
	73 195 263 315iC
	U4d
	R866
	Russian

	356 519
	73 195 263 315iC
	U4d
	R103
	Russian

	183AC 189 193iC 356 519
	73 152 185 189 195 215 263 315iC
	U4d
	CzIV10
	Czech

	311
	131 152 263 309iCC 315iC
	HV3a
	CzIII25
	Czech

	311
	131 152 263 315iC
	HV3a
	R808
	Russian

	311
	152 263 309iC 315iC
	HV3a
	R850
	Russian

	249 261 311
	263 309iC 315iC
	HV3a
	R861
	Russian

	93 104 311
	152 263 309iCC 315iC
	HV3a
	CzII4
	Czech

	172 300 311
	146 263 309iC 315iC
	HV3b
	Sl59
	Slovak

	113AC 172 311
	263 309iCC 315iC
	HV3b
	R50
	Russian

	113AC 172 311
	263 309iC 315iCC
	HV3b
	Sl87
	Slovak

	113AC 172 311
	263 309iC 315iCCC
	HV3b
	R121
	Russian

	274 278 311 519
	93 95AC 263 315iC
	HV3c
	R165
	Russian

	278 311 519
	146 263 309iCC 315iC
	HV3c
	R259
	Russian

	311 354
	263 315iC
	HV3d
	R811
	Russian

	311 354
	263 315iC
	HV3d
	Sl118
	Slovak

	311
	93 263 309iCC 315iC
	HV3*
	B383
	Polish

	129 311
	263 315iC
	HV3*
	Ko27
	Polish

	266 311
	263 309iC
	HV3*
	R26
	Russian

	111 311
	146 263 309iC 315iC
	HV3*
	CzIII51
	Czech

	CRS
	263 309iC 315iC
	HV4
	R829
	Russian

	69
	207 263 309iC 315iC
	HV4a
	R750
	Russian

	278 311 519
	73 263 295CA 315iC
	R1*
	R474
	Russian

	311 519
	73 263 295CA 309iCC 315iC
	R1a
	R81
	Russian

	311 519
	73 263 295CA 309iC 315iC
	R1a
	R729
	Russian

	90 311 519
	73 263 295CA 309iC 315iC
	R1a
	R833
	Russian

	311 519
	73 263 295CA 315iC
	R1a
	R871
	Russian


Note. Variants are transitions (with respect to the rCRS), transversions are further specified. “i” is insertion of the indicated nucleotide(s).
